Spatial Temporal Clustering of Multi- and Extensively Drug Resistant Tuberculosis is Associated with HIV Status and Drug-susceptibility Pattern in KwaZulu-Natal, South Africa.
Detection of spatiotemporal heterogeneity loci in tuberculosis (TB) cases ('clusters') using routine microbiological data from KwaZulu-Natal, South Africa may provide insight into transmission dynamics and allow for efficient deployment of public health resources. Using an open-access spatiotemporal analytics program, we mapped clusters, dynamic changes, and characterized drug-resistant TB clustering risk.